Non-random mating involving inheritance of social status.
We propose a unified theoretical scheme to calculate genotype frequencies of polymorphic populations with biological and social inheritance. This scheme is used to simulate the effects of social non-random mating on the population's evolution in the general situation of multiple biological gene loci and allele inheritance with natural selection and mutation. We study the case of hemophilia in several diverse situations when there exists non-random mating due to inheritance of social status. This study clearly shows that interaction between the social and the biological gene has significant impact on the population's evolution.